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Abstract: Mediated by Agrobaaenwn tumefaciens , the gene of Gastrodia Antifungal Pmtem (GAFP) was
transferred into tobacco ( Nicotiana tabacum L.) using the leaf-disk method. Results of PCR and Southem-
bloiting proved that GAFP gene was integrated into the tobacco genome. Extracts of transgenic lines showed
resistance to the growth of Trichoderma reesei in wvitro, which suggests that the GAFP gene was expressed
efficiently in transgenic tobacco and denoted antifungal activity.
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