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Abstract; The experiment of RAPD molecular marker was conducted on 6 merit selections of Cynodon

dactylon (L.) Pers.

in China. 438 bands were amplified by 15 primer sequences, 415 polymorphic

bands were produced ,average 29 bands from each primer, average percentage of polymorphic band of 6

selections reached to 59.02% —75. 49% .

The genetic similarity coefficients among 6 selections were

obviously different (0. 408 —0.672). The results suggested that there is abundant genetic diversity
among different selections on DNA level. Compared with the new cultivar C106 ,the other selections can
be improved further. Besides,the results also proved that the RAPD molecular marker can be successfully
used to research the genetic diversity and new variety identification of C. dactylon.

Key words: Cynodon dactylon (L. ) Pers. ; RAPD; genetic diversity

fEat LR, TR OF T i
T REHARS . FSFEY T BRI Y A
B BN K B2 —, RAPD (random amplified
polymorphic DNA, BE#LY % &4k DNA) 43 FH5ic
AR 1990 4 H Williams 21 3 Welsh 202 I/
RN, BARERE. RAK THRER
B e g Al B R B T AT
1) BF A ( Buchloé dactyloides ( Nutt.)
Engelm. ] (6~8) a5 3P A ) K B 18 (Medicago sativa
L. ) i g o FAE YRS

Sweeney % A HIBFFT 2 H &MY, RAPD FRiCHE
A B AR, MR EE IR
RAPD A+ FARIC I B AR E R EY  F LB R
BB A S A A AR G, s 15 25 5tk e

9]

BN, Sweeney % A K L £ 4F £ B3 B ( Lolium - o

perenne L. ) Fy528bHkt, X RAPD ##icHf DNA K
RV R 2 B AT T AR . R
BIA Ak, 7 E A i o T R A 3 2F AR AR B BE R
RAPD A KR

ABFFIM DNA /K F R RAPD 53T #ric
FERHLHE - FEMEREEYIII TSR GTE T
Pk Y 6 AN R T MR R HEAT B A SRR ST
B, LA AR R SR Y VR oA ek P 5 B L i e
%R E

R E #2004 -02 -23

BEATH: THEREHXERW H (BE2001350)

fEEESr: FBELL(1976 -) A AR LA, EENE
R Y Y R T A B BT

O miRfEHE

oy



F2m

FHELLE: o Ef T ( Cynodon dactylon ) {f BLiE R i RAPD 534t 7

1 ptRAn T %

1.1 EHM#H

LU R FHE) 6 133 F AR [ Cynodon dactylon (L. )
Pers. JIERH ALK 1, H C106 RILHAE - F
ERF B 5T R G E AT BT R R,
BRI MA N T RN S JIHL R
HEFHAFRERIER, FIMEHE—FET

F1 6N PERBTRERNT M

BRI ERE Y E . R A T
32°02' 75 #% 118°28' AEF- Y% & 1 013 mm, i
o+ A DLR S & (5. 098 £0.669) % , A&
B%4(0.2123 £0.0187) % , B SN (11.20 =
2.44 x10™)% , BB S B H(257.4 £26.0 x
10*)% , 43 pH{A 7.08 0. 11, +IEAE /& H
AAEHS], EHREH0.7 m® RIREE 0.1 m 47
PE 0.2 m Fil, A LTS — B HL,

Table 1 Location of 6 selections of Cynodon dactylon (L. ) Pers. in China

BE RSN i G #541/m
Selection Locality Latitude Longitude Elevation
C106 {L75Bd 5% Nanjing, Jiangsu Province 32°03’ 118°52' 30
C134 eV BEFH Xianyang, Shaanxi Province 34025’ 108°48’ 505
€291 J"#FBYL Yangjiang, Guangdong Province 21°56' 111°58’ 60
C610 POSI R #B Chengdu, Sichuan Province 30°36’ 104°00' 580
c615 HKTH Chongging City 29°32’ 106°33' -
€649 B!} Huangchuan,He’ nan Province 32°09’ 115°02' 100
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1. C106 JL#+#5 5T Nanjing, Jiangsu Province; 2: C134 [EVG)sPH Xianyang, Shaanxi Province;
3. €291 J"ZRFAYL Yangjiang, Guangdong Province; 4: C610 PUJI| K45 Chengdu, Sichuan Province;
5. C615 EPKTT Chongqging City; 6; C649 il E51#%)1| Huangchuan, He’ nan Province
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Fig.1 Band patterns of RAPD molecular markers of 6 merit selections of Cyrodon dactylon (L. ) Pers. in China
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Table2 The comparison of RAPD’s polymorphlc Loci among 6
merit selections of Cynodon dactylon (L. ) Pers. in China!)

EZoI0AL MR AT %
Rate of polymorphic locus

Selection Total locus Polymorphic locus

C106 75 50 66.67
C134 97 72 74.23
€291 61 36 59.02
C610 102 77 75.49
C615 82 57 69.51
€649 66 41 62.12
D C106: JT.# B 5 Nanjing, Jiangsu Province; C134. [V j&k FH

Xianyang, Shaanxi Province; C€291: |~ & M YL Yangjiang,
Guangdong Province; C€610: 4 JIf i #8 Chengdu, Sichuan
Province; C615; I P T Chongging City; C649: ¥ R gl

Huangchuan, He’ nan Province
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Table 3 The matrix of genetic similarity coefficients of RAPD
molecular markers of 6 merit selections of Cynodon dactylon (L. )
Pers. in China!

EA C106

Seleation C134 €291 C610 C615 C649

C106 1.000

C134 0.600 1.000

€291 0.536 0.408 1.000

C610 0.624 0.544 0.464 1.000

C615 0.656 0.544 0.520 0.576 1.000

C649 0.576  0.512 0.624 0.472 0.672 1.000
1 C106. JT.#7 75 & Nanjing, Jiangsu Province; C134: P% V4 5 MH

Xianyang, Shaanxi Province; €291: |~ 7K [ /L Yangjiang,
Guangdong Province; C610: P4 Ji| i # Chengdu, Sichuan
Province; C615: T P T Chongging City; C649: i 7 ¥ Jil

Huangchuan, He’ nan Province
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Fig. 2 Dendrogram of the genetic similarity coefficients of RAPD
molecular marker of 6 merit selections of Cynodon dactylon (L. )
Pers. in China

7 5h,C106 5C615 i) 3% M2 A Il R EUR K
(0.656) ,5 C291 gt fE AR R Bk /N (0. 536) , X
#ULMI S C106 ML, B EREHFE—EN R R =
], 33Xt Xt AR AT — 2o R ATHR.

3 it

B LA ESCBR S R AT - /R DNA K 1,6 428
RIERERAMEEEMEEST, HBEHEUREK
EZRBER, WA TREERAFELE EENBRE
S, XN R BER REE T G2 M,
TN F S AR A ST AT 4k, IE 25X
o= B O A 5 R 0 2 AR I B A AR A
PSP TR s R, IR S R A 4
BRAAY T BE , IR, 10 7543 FF & A 000 SF AR R R R
WEE T HAM, £ 52O MIE W DNA
W UL RAPD 43-74ie AT B S 5 P 5 F AR
i REER R SR BB T R S

SEH:

(1]

[2]

[3]

[4]

[5]

(6]

(71

(8]

[9]

[10]

[11]

[12]

[13]

Williams J K, Kubelik A R, Livak J, et al. DNA polymorphisms
amplified by arbitrary primers are useful as genetic markers[ J]. ‘
Nucleic Acids Res, 1990, 18 6531 - 6535.
Welsh J, McClelland M. Fingerprinting genomes using PCR with
arbitrary primers [ J]. Nucleic Acids Res, 1990, 18 7213 -
7218.
F7 L. BEPLRCRZ 251 DNA(RAPD) ——F3i 43 FARic
BAR[T]. HYEm, 1993, 35(#T) . 119 -127.
Clack M S. Y TEWETRFMIM]. Blacsk, BiEE
B OBRERER. LA mEECE M, M6 AR A,
1998. 236 -251.
Sweeney P M, Golembiewski R, Danneberger T K. Random
amplification polymorphic DNA analysis of dry turfgrass seed[J].
Hort Sci, 1996, 31(3) : 400 —401.
Wu L, Lin H. Identifying buffalograss ([ Buchloe dactyloides-
(Nuit. ) Engelm. ] accessions breeding lines using random
amplified polymorphic DNA ( RAPD) markers[ J].
the American Society of Horticultural Science, 1994, 119(1)
126 ~-130.
Golembiewski R, Pannooerget T K, Sweeney P M. Potertial of

Journal of

RAPD markers for use in the identification of creeping bentgrass
cultivars[ J]. Crop Sci, 1997, 37 (1) 212 -214.
Huff D R, Peakall R, Smouse P E. RAPD variation within and
among natural population of out-crossing buffalograss [ Buchloe
dactyloides ( Nuit. ) Engelm. ) [J]. Theoretical and Applied
Genetics, 1993, 86 (8) . 927 —934.
FHE, RIS PREER I REELXROBITT RAPD
PRE[J]. BER, 1999, 8(3) : 46 -53.
Sweeney P M, Danneberger T K. Random amplified polymorphic
DNA in perennial ryegrass: a comparison of bulk samples vs.
individuals [J]. Hort Sci, 1994, 29 (6) : 624 - 626.
Rogers S O, Bendich A J. Extraction of DNA from plant tissues
[J]. Plant Mol Biol Annual, 1988, A6. 1 —6.

Huff D R. RAPD characterization of heterogeneous perennial
ryegrass accessions[ J]. Crop Sci, 1997, 37(2) ; 557 —~564.
Fimrk, XEF, BEHE, £ PERTFRREGRICE SRR

[J]. Eh2EdR, 2002, 10(1); 69 -73.
(RE%%E: & )



	11.pdf
	12.pdf
	13.pdf
	14.pdf

