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Abstract; The PCR amplification of total genomic DNA from eighteen provenances of Zuili ( Prunus
salicina Lindl.) and three ouigroups were researched by RAPD marker method, and on this basis, the
genetic relationship of eighteen provenances was analyzed by cluster analysis. In addition, the
comparative analysis of main agronomic characters of eighieen provenances was also conducted. RAPD
analysis result shows that seventy-one bands are amplified with fourteen random primers selected from
seventy random primers, in which there are twenty-nine polymorphic bands with a percentage of 40.8% .
The cluster analysis result shows that eighteen provenances and three outgroups are divided into seven
groups when Euclidean square distance is 0. 060, in which each of three outgroups is an independent
group, eighteen provenances of Zuili are divided into four groups. Each of two provenances including
YXM and HW3 is an independent group, five provenances including HW2, WS, HP1, FBi and FB2 are
clustered in one group, other eleven provenances are clustered in one group. The peel colour of eighteen
provenances of Zuili all is red, and the percentages of deep red and dark red each is 509% . According to
maturing period of fruit, eighteen provenances of Zuili are approximately divided into early and late
maturing type, maturing period is in mid and late June or early and mid July, respectively. By
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comparison, the early maturing type has some features including higher single fruit weight, lower soluble
solid content and earlier flowering stage by 3 —4 d. According to comprehensive analysis of RAPD marker
and agronomic characters, it is suggested that these provenances of Zuili in Jiaxing area exert mutation
and differentiation during cultivation process. YXM provenance has a close relationship with most of
eighteen provenances, and also has some excellent features, so YXM is probably an excellent provenance

and worth doing further research.
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%1 BETFEFAEHMEAREZSA DNA RAPD SIS HFIIRYEER
Table 1 The primer sequences used for RAPD analysis of total genomic DNA from different provenances of Zuili ( Prunus salicina Lindl.) and

amplification results

p-Jiigst R BELE% ) i B FWE AS¥E%
13 ! ’
gl% 3 ,*}3,}?@] Total number Number of Percentage of E"’I% 5,H3,F?’§IJ Total number Number of Percentage of
Primer 5'—3’ sequence . . Primer 5'—3’ sequence . .
of band polymorphic  polymorphic of band polymorphic  polymorphic
band band band band
$471 AAGGGCGAGT 4 1 25.0 $492 AGTAGGGCAC 6 1 16.7
473 GGAGTGCCTC 8 3 37.5 5493 CGAGTGGACA 7 2 28.6
S477 TGACCCGCCT 5 2 40.0 $498 AGGCTGGGTG 7 6 85.7
$478 CGCTTGGCCT 5 3 60.0 S500 TGCCCCAGTC 3 1 33.3
S479 CGGAAGGACA 3 1 33.3 $501 TGCGGGTCCT 7 4 57.1
484 AGTGCGCTGA 4 1 25.0 $505 GACCTAGTGG 6 2 33.3
5488 CTCCAGCGGA 3 1 33.3 S506 GTCTACGGCA 3 1 33.3
411 Total 71 29 40.8

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

-

B

A: B|Y) $488 Primer $488; B: 5|4 S501 Primer S501.

1. BkEE YXM; 2. gb22 HP2; 3. B4 fp WIL; 4. BE802 HW2; 5. REE2 FL2; 6. J8 XT; 7. BtAr2 HY2; 8. Jt@1 HY1; 9. KB FL1;
10. EjE WS; 11. P31 HPL; 12. Bt883 HW3; 13. B3 3 HP3; 14. #t#i1 HW1; 15. #E XW; 16. KF 1 FB1; 17. K& 2 FB2; 18. i
2= TL; 19. £0.052 HXL; 20. #% ML; 21. B3#4 HHPL.

E1 $TFEHELEFES DNA f) RAPD i Eik
Fig. 1 RAPD amplification patterns of total genomic DNA from different provenances of Zuili ( Prunus salicina Lindl.)
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B ECE A B Euclidean square distance

1. Hk2EHE YXM; 2. HE@52 HP2; 3. B4 WIL; 4. dE812 HW2; 5. KEE2 FL2; 6. %8 XT; 7. dtf2 HY2; 8. ¥bAr1 HY1; 9. KA1 FL1;
10. TjE WS, 11. ¥t3 1 HP1; 12, ¥taR3 HW3; 13, ¥t3%3 HP3; 14. JE801 HW1, 15, $E XW; 16. R 1 FB1;17. M3 2 FB2; 18. 4
TL; 19. £T.0025 HXL; 20. %2 ML; 21. PR332 HHPL.

B2 HET RAPD y RN FRMFEREN UPGMA REE
Fig. 2 UPGMA dendrogram of different provenances of Zuili{ Prunus salicina Lindl.) based on RAPD amplification result

F2 2005 £ 22007 FRFFEMERTHTERSHER
Table 2 The main agronomic characters of fruit of different provenances of Zuili ( Prunus salicina Lindl.) from 2005 to 2007

ok, TREEE e AR
I SRHE Vot WEE/%  RIRBS Initial Full
Provenance Peel colour . . Content of  Maturing stage of fruit flowering stage  flowering stage
single {ruit soluble solid (MM - DD) (MM - D)

k%0 YXM BREL M, Deep red 50.2 15.1 7 HpA] Mid July 03 -25 03 -27
WHZ 2 HP2 W41t Dark red 34.7 17.2 7 A 4] Mid July 03 -25 03 -27
#a ik WIL IRZL 5, Deep red 45.3 12.8 6 HH T4 Mid and late June 03 ~18 03 -21
a2 HW2 MBE4T A, Dark red 33.4 15.3 7 A ) Mid July 03 -24 03 -26
JAUi 2 F1.2 R4 Deep red 51.3 13.8 6 A 4] Late June . 03 -20 03-22
BriE XT YL Deep red 54.9 13.9 6 H T 4] Late June 03 -20 03-23
Hidr 2 HYZ L1 Dark red 41.1 17.9 7 B 94] Mid July 03 -25 03 -27
gtgr 1 HY1 RELT 8, Dark red 43.1 14.7 6 A 4] Late June 03 -20 03 -23
Bl 1 FL1 FE 4165 Dark red 29.8 17.6 7 A b4] Early July 03 -20 03 -22
THe WS A6 Deep red 40.6 15.2 7 H LA] Early July 03 -22 03 -24
HLGZ [ HPI FEZ1 8, Dark red 33.7 16.9 7 H 4] Mid July 03 -26 03 -28
B8 3 HW3 HE 41 6, Dark red 35.6 14.3 7 A ) Mid July 03 -25 03 -27
#t# 3 °HP3 B, Deep red 38.5 15.3 7 H L A] Early July 03 -20 03 -22
HE# 1 HW1 W48 Deep red 53.4 13.7 6 A9 T H) Mid and late June 03 -18 03 -20
BEXW LA Dark red 51.9 12.3 6 H T f] Late June 03 -20 03 -22
%1 FB1 BE 404 Dark red 30.9 16.9 7 A _t4] Early July 03 -20 03-22
FFE2 FB2 VAL £ Deep red 28.7 17.1 7 H A Mid July 03 -24 03 -26
#iZE TL BRL145, Deep red 55.1 14.3 6 H ¥ Ff] Mid and late June 03 -18 03 -21

RELMRBIE —EHKFR,6 HRF FTARBWFIE 4361 g, BAEHEEEY S EMS, FHB
PR FREAK, PN 50.7 g, A E YIS 16.3% . BeAh, S S0 R R R AL 0 AR L A L
B 13.6% ;7 A P AR R AR RGP R ENR 3 ~4 d,
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B, B TS R RAYRA. 52 At
¥ 2 MR 2 FIEE 3 45 3 MR R B Sl
By R AR A — R 2 5, BB 3 AR AR
TRk, 853 M 5 MRIEREEXR S5
BORGERIA B, WRE AR R
BB SEA TRENE R, BT R
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BRI B AR, BVRSER MR e 458
H WIS AT AR 2R A AR SR, VT LU O “
B 1AM RAR IR, AT R iR R R N T2
36, I A2 R F SR EL AR

S

(17 PhETF. SiTH S WG EERR[I]. WiLRFEER.
Ak SRR, 1957(02) : 59 -70.

[2] HERLE%EREHPIRE EHAEREER: £—4%
[M]. dbat: PELL S, 1993.

[3] FEEUA¥XERMBIAN. BRMEREER: $-4%
[M]. dext: SER SR, 1998.

[4] &0k, arsct, EfLd, % [LHib X E 2 & ISSR
¥ MR SIBFR, 2006, 15(3) - 17 -20.

[51 Bt &, B, XFEkK AFEREHEMA RAPD RE XA
H[1]. EZEH, 2002, 29(3) ; 218 223,

(6] FrEll, & #, BEK, % FEZE RAPD MHARRER
REESMEEPHMALT]. EHEHR, 2003, 20(6):
445 - 449,

[7] R4, kA, BAR, % B RAPD BN ¥ 2= B3
GRRMIFIT(IT. [EZL¥4H, 2002, 29(1) : 66 -068.

[8] H®RT, Muiigk, BHIew. .05, 35 B4 RAPD 37 1],
LM 24, 1998, 20(2) : 12 -15.

[9] % §, MH, L5, & ZRIEELA DNA ZREBAM
RAPD &R J]. AR RFER, 1999, 30(2) ; 154 -
160.



	11.pdf
	12.pdf
	13.pdf
	14.pdf
	15.pdf
	16.pdf

