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Abstract ; Inter-simple sequence repeat(ISSR) was used to analysis genomic DNA variations and genetic
relationships of waxberry ( Myrica rubra Sieb. et Zucc. ) in Jiangsu and Zhejiang provinces. 8 of 11 ISSR
primers were proved to be polymorphic and informative. Total 58 DNA fragments were amplified and 42
were polymorphic(72.5% ). The genetic distance was analysed according ISSR result and a dendrogram
was constructed using UPGMA method. All cultivars tested were classified into 5 groups and the excellent
individual (Jizaoshu No. 1) has a close relationship with ‘ Xiaoyexidi”. This indicates that there were a
wide gene flow and topical isolation between waxberry cultivars of two provinces. Maybe ‘ Xiaoyexidi’
‘was a parent of ‘Jizaoshu No. 1°. _
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Table 1  Primers and sequences for ISSR analysis of waxberry
( Myrica rubra Sieb. et Zucc. )V
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Primer Sequence Primer Sequence
(5'>3") (5'>3")
YMISSR -1 (GACA), YMISSR -7 GSG(GT),
YMISSR -2 BDB(CA), YMISSR - 8 GGA(GTG)
YMISSR -3 VHV(GT), YMISSR -9 CCA(GTG),
YMISSR -4 DBD(GA)," YMISSR - 10 (AG),T
YMISSR -5 (CT)4RC YMISSR - 11 (GA)sT
YMISSR -6  CCC(GT),

DB=not A; D=not C; H=not G; R=A or G; S=C or G; V =not
T.
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A. YMISSR -1 F1 YMISSR -2 3 H#8 45 5t Amplification fragments by YMISSR-1 and YMISSR-2; B: YMISSR -5 F1 YMISSR - 6 Wi g R
Amplification fragments by YMISSR-5 and YMISSR-6; C: YMISSR -8 Fl YMISSR -9 BT 45 52 Amplification fragments by YMISSR-8 and YMISSR-
9; D: YMISSR -3 #3845 F Amplification fragments by YMISSR-3; E: YMISSR - 10 {5 145 B Amplification fragments by YMISSR-10. 1 ,16:
K43 Dayexidi; 2,17; JNH4EE Xiaoyexidi; 3,18; 54§ Wumei; 4,19: BEB 1 2 Jizaoshu No. 1;5,20: K4 Daji; 6,21 Bk Taohong;
7,22 . 1l Tianshan; 8,23 7% Dongkui; 9,24 #Z3EFb Biqizhong; 10,25 T 7% Ding’ao; 11,26: B8, Zaose; 12,27: BL3% Zaoji; 13,28 W3
Wanji; 14,29 /g Xiaoji; 15,30 B Zaoda; M; 100 bp Marker.
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Fig. 1 Band patterns of ISSR molecular markers of cultivars of waxberry ( Myrica rubra Sieb. et Zucc. ) in Jiangsu and Zhejiang provinces
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Table2 Amplifications of 8 effective primers in ISSR analysis of

cultivars of waxberry ( Myrica rubra Sieb. et Zuce. ) in Jiangsu and
Zhejiang provinces
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34 Total number Number of Percentage of
Primer of amplified polymorphic polymorphic
; band band band

YMISSR -1 8 6 75.0
YMISSR -2 10 7 70.0
YMISSR -3 7 7 100.0 -
YMISSR -5 5 5 100.0
YMISSR -6 8 8 100.0 -
YMISSR -8 8 3 37.5
YMISSR -9 8 4 50.0
YMISSR - 10 4 2 50.0
Bt Sum 58 42
15 Mean 7.23 5.25 72.4
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1y KM% Dayexidi; 2. /NHH% Xiaoyexidi; 3; 5 Wumei; 4.
BR# 15 Jizaoshu No. 15 5; K4 Daji; 6: BEZL Tachong; 7; Fil
Tianshan; 8: %% Dongkui; 9: 3 Bigizhong; 10: T 75 Ding’ao;
11; B8 Zaose; 12: BIF Zaoji; 13: BF Wanji; 14, /g Xiaoji;
15: ﬁk Zaoda.
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Fig. 2 UPGMA dendrogram of genetic distance between waxberry
(Myrica rubra Sieb. et Zucc. ) cultivars in Jiangsu and Zhejiang
provinces
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