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Abstract: In order to figure out the mating pattern of natural population of Preroceltis tatarinowit Maxim., amplification
reaction of DNA from leaf of progenies of 10 lines in Qingtan Temple of Shandong was carried out by using SSR molecular
marker technology. On the basis, single-locus outcrossing rate, multi-locus outcrossing rate, biparental inbreeding
coefficient, parental inbreeding coefficient, and inbreeding depression value of each line were analyzed. The results show
that means of single-locus outcrossing rate and multi-locus outcrossing rate of each line in this natural population are 0. 959
and 0. 987, respectively, and multi-locus outcrossing rate of most lines is higher than their single-locus outcrossing rate.
Mean of biparental inbreeding coefficient is 0. 028, indicating that there is a certain degree of inbreeding among each line in
this natural population. Mean of parental inbreeding coefficient is —0. 066, indicating that heterozygotes in this natural
population are excess in general. In addition, inbreeding depression values of 4 lines are relatively high (1.793-4.588).
Combining biological characteristics of P. tatarinowii, outcrossing is mainly in mating system of this natural population of P.
tatarinowii, and there is a relatively high inbreeding depression. Therefore, in order to prevent population depression,

measures of in situ and ex situ conservation and so on are recommended to prevent inbreeding.
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tatarinowii Maxim.
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Sequence and annealing temperature of SSR primers used for amplification reaction of DNA from leaf of each line of Preroceltis

SRS (5'—3")

L 1=) Primer sequence (5'—3") B KR BE/C
No. of primer ERIS4 Forward primer K514 Reverse primer Annealing temperature
QT-1 CATATTTCCTCTTCCCCTAA ACAGCTCACCCATACCTTC 55
QT-2 CACCTTTGCTTACTCCCTG AATGTACTCGCTAATGAACC 56
QT-3 AGCGACTGAGGGTTTCATG GCTTCTGCTCCGCCTTTCT 62
QT-4 CAGGGCACTCCAATAGAATAG ATGGTGCTGGGATGGGAAG 60
QT-5 CATTTGGATACACCAGGAAGG CAGCCATTGATGCTTAGTCC 60
QT-6 TCTAGGCTGTATAAAGGGAC GATGAAGTAAATGGGGAATC 54
QT-7 CATGTCACCATTACCGAAC ACACAGTAAGAAAACACACC 55
QT-8 TGGCGATGTGAAGCCCTAAG TCATTTCAACGGTCAAGATTAC 56
QT-9 CAATAATAGCCTTGCATCTC CTCCCTTTGAACAAACCTC 56
QT-10 CCTGTCCAGCTACTAATTTG GTCTGCGATGGTATCTGTT 56
QT-11 CAGGTCCAGAGGGAGAAAC CCCAGGGTCAAATAGGTAAT 60
QT-12 GCTTCCTTGGGTCTCATCC TCCACAGACGAGTAGTTCTCC 56
1.3 BIESH o ;5) B AL SFALFE R BENL M 8, A iR (E (6) 4 1 8

L LIZ500 3 PI% , JH GeneMarker 14431524 44 7= 495 0l )
2 RIS TR R RV AT N TRE, FETF iR
SR, MLTR v3. 2 JPE 558 i R G0 S50, A48 B A
TACH(1,) BRI (L) BORIERE R (1, —t,) FIRA
IR (F) B BEE 1000 U, BUE &0 1) Bl
M BERLIIEAZ (1) B A3 (s= 1-1) 32) SFAC R G REA T K Y
ST 5 3) A 5 BEAS [R) 5T 5 4 ) 205 R 58 81 25 (1 A D00 s ]

®2 ETSSRAFHIENBEERANIERESHINEXRIRE

& B AR AN T 5 28 FpF A GE A R, R [F) AT R Y
SEARI AR BB AARTN 5=1-2F - t/( (1-t) - (1-F) ],

2 EERFpHT

FEGAR (K 2) R AL 10 DHEEERBBORIEL R
BOME 0 0028, KT 0, RUNZHE A RS AE—E L5

Table 2 Mating system parameters and inbreeding depression value of each line of Pteroceltis tatarinowii Maxim. based on SSR molecular marker

e AR RRAGHRE | BRAREE | SURERAK FRTEFH 2R
Line Number of Single-locus Multi-locus Biparental Parental inbreeding Inbreeding
sample outcrossing rate outcrossing rate inbreeding coefficient coefficient depression value
QTS-1 24 0. 942 1. 000 0.058 0. 027 -0. 099
QTS-2 24 1. 120 1. 002 -0.118 -0.200 -3.480
QTS-3 24 0. 969 1. 000 0.031 0. 129 -6.024
QTS-4 24 0.623 0.929 0. 306 -0.200 1.793
QTS-5 24 1. 086 1. 000 -0. 086 0.076 2.774
QTS-6 24 0.764 0.981 0.217 -0.200 2.554
QTS-7 22 1.028 0.957 -0.071 -0.153 -11.953
QTS-8 24 0.914 1. 000 0. 086 0.264 -3.130
QTS-9 23 0. 882 1. 000 0.118 -0.200 4.588
QTS-10 24 1.259 1. 002 -0.257 -0.200 -1.333
Y{H Mean 24 0.959 0.987 0.028 -0. 066 -1.431
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