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Abstract: The major morphological characters of three individuals of Camellia tsofui S. S. Chien ( collected from Jinyun
Mountain of Chongging and International Camellia Species Park of Zhejiang) were observed and compared, and similarity
analysis on SNP sites was performed by using Super-GBS technology. Compared with the original literature description, C.
tsofut in original habitat and ex situ cultivation environment has following variations: its life form is shrub or small tree,
flowers are terminal and axillary, flower buds are white or purplish red, the total length of pedicel and calyx are 6-12 mm,
free filaments are sparsely hairy or nearly glabrous, style trifid, and the length of lobes are less than 1 mm or 1-3 mm. In
addition, its young leaves are green or purplish red; capsule subglobose, 5—13 mm in transverse diameter, one room, and
one seed; seed subglobose, and dark brown. The similarities of SNP sites between each two of three individuals of C. tsofui

are all more than 93% , which are intraspecific variations of C. tsofui.
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